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[ Abstract] Objective To investigate the value of fecal SDC2 gene methylation test in early colorectal tumor
diagnosis. Methods Medical records data of 134 enrolled patients were collected from six hospitals from January 2018 to
December 2018. The sensitivity and specificity between fecal SDC2 gene methylation test and serum carcinoembryonic
antigen (CEA) test for early colorectal tumor diagnosis were compared. Results Of the 134 enrolled cases, 86 cases
were without colorectal tumors, 22 cases with colorectal adenoma, and 26 cases with colorectal cancer. Fecal SDC2
gene methylation was detected positive in 45 patients and negative in 89 patients. Serum CEA was detected positive in
16 patients and negative in 118 patients. In the 26 patients with colorectal cancer, the positive rate of SDC2 gene
methylation (88.46%) was higher than that of serum CEA (27.59%) ,
methylation test was higher than that of serum CEA test for patients with colorectal cancer (P<0.001). In the 22 patients

indicating that the sensitivity of SDC2 gene

with colorectal adenoma, the positive rate of SDC2 gene methylation was higher than that of serum CEA (22.73% vs.
4.54%, P=0.185). Conclusion Compared with serum CEA test, fecal SDC2 gene methylation test has a higher

sensitivity in the diagnosis of colorectal tumor and precancerous lesions, and its role in the early diagnosis of colorectal

tumor requires to be investigated in a larger sample size.

[Key words] Colorectal tumor; Methylation; SDC2 gene; Early diagnosis

55 B i 2 R LR A I 2 — |, HOR i R
FFET RGBT FI2WoT T
MY T PURE 3 R A TG AR ELT5% ~ 90% ", Ik
RSN SAEAAERANEN 10% . 45158 1% 41 29 HE
o H 45 i R 2 Wi e, A R
W (B A — 22 %, 2R AR A
WA B 0 2L i R S5 I RRE AU o Ho A 4
FEAF Y M AG 2F (fecal occult blood test, FOBT) . Ifil. ¥
g IR L IR (Carcinoembryonic antigen, CEA) .CT{j &
B WA TERR S AN R AR BRI, SRR A
JE v R SR B S o B R DN O 03
HE,

DNA I EAL R e R izt —. K
TR DNA HIL AL RE 51k 4 (1 45 14 . DNA
4 . DNA FEE P b DNA 5 8 FH BUHEAE 7 Ry
AR AT A2 ) R IR S 0K 5 O T AR AR T 22 R
A, A WEIE A IS DNA H L AL K P e As 5 2%
B kA R R R EY), H 0 A H &R
25 L W Ik R S, X AT 8 i 45 18 W & (colorectal
cancer, CRC) S R I (HAZ>1 em) K5 BAT 305
HERR AT AR SO A A HEE SDC2 F AL K - Al
ML CEA 7545 B 98 K g i 242 v i) 22 B8 s
S ARV FRATT T R 18— IR i 8 I R ARG DU H R
—— 3 SDC2 He K T ELAL A 7E 45 1 g S0
AGLI v ) e R A 1

1 X&MA*E

1.1 ZHARE

PN SAE R (DA 30 ~ 90 % 5 (2) B i 41
TG H At iz UE A 5 (3) 58 2 NECR R ;5 (4) fir f7
Jib e B8 AR 4 A2 AT o WA 2018 4F 1 H —2018

AF 12 AR i AE s BESCTA 1 134 461 A2 HE Y I
IR, Hoh 5 76 6], 22 61 4, 4F #5430 ~ 90 %7
HIOL AR 63 % 5 25 L 26 1], 445 B M AR 22 1
1 N 86 B, ¥ 2 s BOW BRAIESE , Wk 1. i A
TR A IS i R .
1.2 HAKES &

WAE 134 ) AL AN IE AR 1 DL T (367 HE
M FEMERRAS , B N 4.5 g, B K 20 38 RAER S
(T B ST B A= PR A BR 52 A28 A ) 1 2 A
POl AR e 3% RS W AE W mIHEAT R R
3% CEA K W 7648 2 BE BethAT
1.3 &g

5 SDC2 FH PR H Ak A I BH M 7R SDC2 5
JEH AL, I IR L . IS CEA>5 mg/mL
B , CEA<S mg/mL B .
14 %itFH %

K F IBM SPSS 25.0 #4174 it 0 . £l
SR FH BE A A B e, SR LA xR 5, R
FH— SR 55 (Kappa {8) 4e 1153 8t SDC2 [ 5
ARG 0 455 SR 01 IL 3 CEA A6 00 45 5 55 i B 46 00 45
9 —H0E , 24 Kappa {85 >0.4, Ui I 9 2 — SopE i
Kappa {H <0.4, WP # — B H 2%, P<0.05 2 5%
HAEG R

2 #£R

5 1 98 R AT SDC2 P AR ARG 0 BH P A
RO T LY CEA K (88.46% vs. 26.92%, P <
0.001 ) ; B7-J88 £ 3 346 SDC2 3 [H H AL AN FH P A6
R T L CEA K I (31.82% vs. 4.55%, P=
0.042) fHICGE T 22 57 i IEH A MLTE CEA FIZE{E
SDC2 I He Ak B A Hh 23R T 25 5 (O vp s s A2



R
®1 13THINBABE—RIERFE R
Tab.1 General clinical data of 137 enrolled patients
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Tab.2 Levels of fecal SDC2 gene methylation and serum CEA [n(%) ]
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Tab.3 Diagnostic value of fecal SDC2 gene methylation test and serum CEA test [1n(%) ]

EH
e A FIPE
N & = ’ <
WA 2 (= (n= (95%C1)
108)  26)

RS
(95%CI)

342 T30 (L
(95%CI)

ISP 47 15 0 1 2%
(95%CI1) TREL

HfESpc2  MHPE 13 23

S| Bt 05 3 88.46(68.72 ~ 96.97)

87.96(79.95 ~ 93.18)

63.89(46.21 ~78.66)  96.94(90.67 ~99.21)  0.764

FHHE: 9

1fiL 7% CEA
BAPE 99 19

26.92(12.35 ~ 48.25)

91.67(84.35 ~95.88)

43.75(20.75 ~ 69.45)  83.90(75.74 ~89.79)  0.186




SMEMIFTE SHTEEAR 2020453 HH 9% 5 1

g g 5 5 T 28 R SR 0 b o A s A PR %L (H
M7 CEA K RGN R A —EfRERZ. 5
L g IR CEA ARG S S 3 R SR A I 1K 384
S DR R LA ARG I 0 T A — 30 X R B S AL
TS H i B BOR AR o6 (R AP T4 R i
7R IR FEAE SDC2 W AR K SEAE i s A BE T 2%
i T IEH ARE ABAEIE 5 ARE P B BH MR IK 17.44%,
ML CEA BB BHPE R 4 9.30% 3% 1l fEHR 4%~ 2
Bt B3 A S A AN 110 S [ AN ) R B — i PR A A K
R ZAHCE R AT 5 WA DNA I HAGI3A5 &
Z, PRI v DNA BAG s oR S i 2, SRS G
DA P56 DR 00 T D St R v OB DA B R S A
TR AR B PR

A UL, 2608 SDC2 DNA H ARG 7 45 B I
AL Wi B 2R R BUORE (e EL TG A ARG T R
TR 5, M L LY CEA K, BE4R 2 45 1 1 i g
WIS, WREY KRARA B, JF i i K I A B 17
A AL E b Mg R G A b R SRR

S 30k

[ 1] B, Wbog. 2505 DNA H SEARAS I Xt 45 15 M 12 7 B 16
JE VRS IR R BT e e[ 1], IR IR FEBE 44K, 2019, 47(6)
657-659.

[2] Bray F, Ferlay J, Soerjomataram I, et al. Global cancer
statistics 2018: GLOBOCAN estimates of incidence and
mortality worldwide for 36 cancers in 185 countries [J]. cA
Cancer J Clin,2018,68(6) :394-424.

[ 3] Chen W, Zheng R, Zeng H, et al.The incidence and mortality
of major cancers in China, 2012 [J]. Chin J Cancer, 2016,
35(1):73.

[4] F3&, 5k, 5K, 55 26 DNA HIAL RN 7E 4S5 B
112 W b B B 98 Mk R (0], BRAR b R B2 2%, 2015, 23 (6) -
874-880.

[ 5] XM, b % Mgty , 55 .SDC2 3k P F SLAL A 75 25 B W e
LIS e A T L] G P PG B 4545 2038, 2019,29(14)
11-13.

[ 6 ] Kadiyska T, Nossikoff A. Stool DNA methylation assays in

colorectal cancer screening[J]. World J Gastroenterol, 2015, 21

[9]

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

[18]

[19]

[20]

[21]

- 13 -

(35):10057-10061.
Ahlquist D A, Zou H, Domanico M, et al. Next-generation
stool DNA test accurately detects colorectal cancer and large
adenomas| J]. Gastroenterology,2012,142(2) :248-256.
Brenner H, Hoffmeister M, Arndt V, et al. Protection from
right- and left-sided colorectal neoplasms after colonoscopy :
population-based study [J]. J Natl Cancer Inst, 2010, 102(2) :
89-95.
Provenzale D, Jasperson K, Ahnen D J, et al.Colorectal Cancer
Screening, Version 1.2015[J]. J Natl Compr Canc Netw, 2015,
13(8):959-968.
SC/NEE A LT RS A5 I A X 4 R 12
R[] A B R, 2017, 11(19) 1 187.
e XL, ERAR 5 H W CpG B W AL 2 A Wy ik
JELT] A AT L4435, 2016,24(4) :558-565.
ok KM, TEAE . A5 B IR 5 R O e ke (T ]
T B EE A, 2008,46(18) £ 103-104.
Bosch L J, Carvalho B, Fijneman R J, et al. Molecular tests
for colorectal cancer screening [J]. Clin Colorectal Cancer,
2011,10(1):8-23.
SR, 5 2B DNA F AL —— Mg 77 Az 1 — Fh e WL ast 1%
ML [T]. 8% ,2006,28(7) : 880-885.
A ERET, RO, T, 4 2E (0 SEPTO Sk [ HJE AL A I 76
45 B e R N2 Wb 4 R ZE LT, AR I AR P i 2 i (R
TR ,2012,6(10) :2599-2602.
Chen J, Sun H, Tang W, et al. DNA methylation biomarkers in
stool for early screening of colorectal cancer [J]. T Cancer,
2019,10(21):5264-5271.
Castells A. Colorectal cancer screening [J]. Gastroenterol
Hepatol,2013,36(Suppl 2) : 66-72.
Dickinson B T, Kisiel J, Ahlquist D A, et al. Molecular
markers for colorectal cancer screening [J]. Gut, 2015, 64(9) :
1485-1494.
Zou H, Allawi H, Cao X, et al. Quantification of methylated
markers with a multiplex methylation-specific technology [J].
Clin Chem,2012,58(2) :375-383.
Imperiale T F, Ransohoff D F, Itzkowitz S H, et al.
Multitarget stool DNA testing for colorectal-cancer screening
[J]. N Engl J Med,2014,370(14) : 1287-1297.
147 DNA IR S T2 W ST g (B [T ]
Sr LW SIRYT 445, 2009,1(3) : 145-147.

(ki H 1 :2020-03-03)



	ª¿SDC2úà2ú�ÀK(Óô€¿$é˜ÀK-—ﬂ(÷<
	Application value of fecal SDC2 gene methylation test in early colorectal tumor diagnosis

